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Gastrin [CIA] AMY BT ANY/ARY: 8,319 Sommmm s e
(GC Labs T E: 1420) [HM2U: 042 16Q HH)
- 44|: Serum 0.5 mL,
EDTA plasma 0.5 mL
- ZAApdiH . CMIA
- dH: Serum 0.5 mL (chemiluminescence microparticle
HTLV-1,0 Ab (5) ¥ X BH - SAGH EHA immunoassay)
(GC Labs 2. S703) HZdo =2 olsh (enzyme |mmurl>oassay) CHAIYU/AQY: -E/12(0FZHA AN
— ZAPEE HE - AAY/Ae E =/1Y - XF 71 X| (S S/CO):
& 1K|: Negative Non-Reactive: < 1.00
% S/CO (Sample RLU/Cut off RLU)
[HME84: 058 03¢ F+&]
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Adenovirus IgM
(GC Labs HE: S492)
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GJB2 gene mutation
(Sequencing)
(GC Labs F E: X237)

AN/ Y /1Y

- ZAPEEE: ELISA
(enzyme linked immunosorbent
assay)

FAMNY/AQY: B-3/8Y

- Z4 ApHbE: EIA

(enzyme immunoassay)

[M8Y: 052 062 T4£]

- AALRY: G/BZ2 gene mutation
(Sequencing)
- A
249l: EDTA whole blood 3.0 mL
AlA0}F EDTA whole blood 1.0 mL
- AAMY/Aa Y E-3/59
CHEME
ZARTSHA 22 G R H
(B7) B FHAEA S2M

- ZAIH: G/B2 gene mutation
- GC Labs 3 E: L809
- dH:

A ol: EDTA whole blood 5.0 mL
AA4o}: EDTA whole blood 3.0 mL

- dAY/aY: E-5/30Y

CEFMRE

FUHD, EXFT AR A,
FHXEHAL F2M

- FolAre:

3 £ 19 o|Ly 2|z £} Al
W B

[(H8Y: 048 152 H4E]

AMLI/ETO HEk
(GC labs A E: 7164)

TH 21 EF 7 2ol M
HAPE R HY

HAY/ARY B-3/21Y

- AAY/£2Y: ¥-3/10Y

- FOlARE:

@ 81, 45 AH w2y

@ dH MF F 4AZE Ba} A,
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Anti heparin/PF4 Ab
(GC Labs FE: G129)

HelE 712 HE

ENEETI)

- AAFE: Anti heparin/PF4 Ab

- AH|: Serum 3.0 mL

- XS] U/mL):
Negative (< 1.0)

-dAarg/and: E-8/5Y

- B M HE: 5814/D8140003

(553.51%)
- AAF=7} 48,4904

I A =. X =S
HeMF FOUMS

- ZAH: HIT-IgG Ab

(PF4-heparin complex IgG Ab)

- Z4H|: Sodium citrate plasma

1.0 mL

- 3 X|(2H: U/mL): < 1.00
- HAY/AY: E,5/15Y

- HEH™E: I HAL

- A7} 85,000

CEBEME: -

* HIT: Heparin-induced thrombocytopenia

[(H8Y: 042 152 H4E)
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- QAMH: JGH gene rearrangement (Tissue)
- GC Labs F E: L020
. - A
Tissue _ metE block
- Unstained slide 20 um 74| 4%t
IGH gene & H&E slide 1%
rearrangement
(IGH X} Tjui ) - HAtRH: IGH gene rearrangement (WB/BM)
(GC Labs T E: 1020) - GC Labs R E: P798
- 4A:
WB/BM - EDTA whole blood 3.0 mL
- EDTA bone marrow 3.0 mL
- BHAEME: L}583L1/C583206C (3002.73H)
- AT} 263,0409
- AARH: TCR gamma gene rearrangement 058 019 Ha L
(Tissue) =
- GC Labs ZE: 1023
Tissue - AX:
- o2} = block
- Unstained slide 20 um £74| 4%t
TCR gamma gene & H&E slide 1%
rearrangement
(THIZ +8H Z0f - ZALH: TCR gamma gene rearrangement
FEXL *EYB) (WB/BM)
(GC Labs FE: 1023) . GC Labs 3 C: P799
- A
WE/BM - EDTA whole blood 3.0 mL
- EDTA bone marrow 3.0 mL
- B H: L}583L}F/C583203C (3002.737)
- QA7) 263,040€
3. =X
A= SX[ AR Hgd
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